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(57)A ^irectedcDNA library 

from various human tissues, and sequencing of toe ^A^conwjnea ^ wkh each tissue corresponding to 
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CATGAGCCAC TGTGTCCGAC CCANACCTAC TANTGTTAAT NGANNTTTTN TTAACTNN 238 

mn&^r : 5305 
mm<D&2 : 132 

pv — y^. HUMGS06329 

GATCAACAGA GTGAGACCCC TGTCTATATA TTNNTTAAAT TTAAAAAATA AAAGANTAAA 60 
ATTGTGTAGC TCAGTATAGT ATCAAGATTA ATCTGCCTAC TCACATTTCT ACACTTTATA 20 
NNANTGTAAT AN 

m.n^ : 5306 
IE?"jeD^£ : 293 

— : HUMGS06330 

MTCCAGCCA TNACTAACCT ATNCCNNTTT TGGGGAAATC TGAGCCTAGC TCAGAAAAAC 60 
ATAAAGCACC TTGAAAAAGA CTTGGCAGCT TCCNGATAAA GCGTGCTGTG CTGTGCAGTA 120 
GGANCACATC CTATTTATTG TGATGTTGTG GTTTTATTAT CTTAAACTCT GNTCCATACA 180 
CTTGTATAAA TACATGGATA TTTTTATGTA CAGAGGTATG TCTCTTAACC AGTTCACTTA 240 
TTGTNCTCTG GCAATTTAAA NGANNGTCAG TAAATTNTTT TNCTTGTNAA AGN 293 

m&l&^ : 5307 
mncD-&£ : 228 
MH^JCD^. : 

Vn — yZ; HIMGS06331 

GATCAAAACC CAGCAGAGTG CAAGCAGCAG TGAAGCAGGA TGTATGTGGC CTTGAGGATA 60 
ACCTNCACTG TAATAGCCTA AACACANCTC TAATTTACTT ACAGCCTTAT GTTTTTGTAT 20 
TGNCTTGGTA GACTAGGTAA TTTTTTTTTA AAGGNCAGGN GACGGNTATT TTAAAGUCCA 180 
ATTTGTTCTA CGTAGCATNT TAACTAGTTT TNNTGCCAGC NATGTTGN U» 

ffifll*^ : 5308 
^7 D _>£ : HUMGS06332 

Stccctgaa gttgccctgg tctctgcacc ttctaaacct AGTTCTTAAG AGCTTTCCAT 60 

TACATGAGCT GTCTCAAAGC CCTCCAATAA ATTCTCAGTG TAAGCTTCTG AAA 113 
EE7'J#^ : 5309 
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T24306 standard; cDNA to mRNA; 293 BP. 
T24306; 



TECH CENTER 1600if 



AUG 0 7 2002 




22-SEP-1996 (first entry) 



02 JUL 30 AM 8:57 



Human gene signature HUMGS06330. 



KW Gene signature; messenger RNA; mRNA; relative abundance; frequency; 

KW human; cloning; mapping; non-biased library; diagnosis; detection; 

KW cell typing; abnormal cell function; ss. 
XX 

OS Homo sapiens. 



• PN ^WO 9 5 1 4 7 7 2 - Al . ,) 

rXX 

;PD 01-JUN-1995. 
:XX 

rPF ll-NOV-1994; 94WO-JP01916 . 
;XX 

;PR 12-NOV-1993; 93JP-0355504 . 
;XX 

;PA (MATS/) MATSUBARA K. 

rPA (OKUB/) OKUBO K. 
:XX 

;PI Matsubara K, Okubo K; 
;XX 

t DR WPI; 1995-206931/27. 
;XX 

;PT Identifying gene signatures in 3 ' -directed human cDNA library - e.g. 

;PT for diagnosis of abnormal cell function, by preparing cDNA that 

;PT reflects relative abundance of corresp. mRNA in specific human 

rPT tissues 
rXX 

;PS Claim 1; Page 1579; 2245pp; Japanese. 
;XX 

;CC A single-stranded DNA (or its complementary strand or the corresp. 

rCC double-stranded DNA) which comprises one of the 7837 "GS" sequences 

;CC given in T19001-T26837 and which is able to hybridise to part of 

;CC human genomic DNA, cDNA or mRNA is claimed. The GS (Gene Signature) 

:CC sequences were obtained from 3 ' -directed cDNA libraries prepared 

:CC from various human tissues; synthesis of cDNA was initiated from the 

;CC 3 ' -end of mRNA by using poly(T) as the sole primer. Since the 3'- 

;CC untranslated sequence is unique to a particular mRNA species, almost 

;CC all the 3 ' -oriented cDNAs hybridise with specific mRNAs . Each library 

:CC is constructed so as to reflect accurately the relative abundance of 

:CC different mRNAs in the particular tissue from which it was derived. 

;CC The appearance frequency of a given GS in a cDNA library can be 

:CC determined (esp. using primers and probes derived from the GS 

;CC sequences) as a means of diagnosing abnormal cell function or for 

:CC recognising different cell types. 
:XX 

:SQ Sequence 293 BP; 81 A; 51 C; 51 G; 95 T; 15 other; 



PSN_T243 06 

gatccagccatnactaacctatnccnnttttggggaaatctgagcctagctcagaaaaacataaagcacc 
ttgaaaaagacttggcagcttccngataaagcgtgctgtgctgtgcagtaggancacatcctatttattg 
tgatgttgtggttttattatcttaaactctgntccatacacttgtataaatacatggatatttttatgta 
cagaggtatgtctcttaaccagttcacttattgtnctctggcaatttaaanganngtcagtaaattnttt 
tncttgtnaaagnl 
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